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Figure 2. Most frequent main diagnoses.
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Figure 1. Progress of inclusion.
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Figure 4. Age distribution of CONCOR patients per severity of
defect (total, low, medium, complex).
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Figure 3. Distribution of main diagnoses (see figure 2) per severity:
low (n=5478), medium (n=3361), and complex (n=938).
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www.CONCOR.net

The CONCOR registry and DNA-bank aid in the unravelling of genes involved in congenital heart disease.




