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Figure 1. Progress of inclusion.
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Figure 3. Human genetic material.

ASD (29,52.7%)
VSD (10, 18.2%)
Tetralogy of Fallot (9, 16.4%)
Common arterial trunk (1, 1.8%)
Double outlet RV (1, 1.8%)
Complete transposition of great arteries (1, 1.8%)
Hypoplastic left heart syndrome (1, 1.8%)
Interrupted aortic arch (1, 1.8%)
Aortic coarctation (1, 1.8%)
Sinus venosus ASD (1, 1.8%)

Figure 4. NKX2.5 gene: overview of non-
syndromic associated CHDs.

The CONCOR registry and DNA-bank aid in the unravelling of genes involved in congenital heart disease.

Figure 2. In December 2008, the 10,000th patient was included in
the CONCOR registry!

Table 1. Genes currently associated
with non-syndromic CHDs.

ACTC HEY2
ANKRD1 JAG1
CFC1/CRYPTIC MYH11
CITED2 MYH6
CRELD1 NKX2.5
ELN NKX2-6
FOG2/ZFPM2 NOTCH1
GATA4 PTPN11
GDF1 TBX20
GJA1 THRAP2
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Number of participating hospitals: 103
Number of included patients: 

10,000
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